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In all images FITC was used to identify the injected side and DAPI to counterstain the DNA.
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Ce ll De ath cell dea th 3. 06E -03   BTG2, CNTFR, CNTN4, EFNA1  EN1, EN2, FGF5, GAB2, HES1,  ID4, ISL1, KCNMA1, LIFR,  LMX1A, NR2E1, NTRK3, PSEN1,  REST, RET, RUNX1, SHC1   ATF3, CCNE1, CCNE2 ELAV1,  HES1, MAP2K3, NCOA3, SOX2 BTG2, CNTFR, EFNA1, EN1, GAB2, GAB2, HES1, ISL1, KCNMA1, NR2E1, NTRK3, REST, RET, SHC1 Figure S3 . Target screen used to identify several putative miR-9 targets (A) Possible mechanism of the regional-specific miR-9 MO phenotype: Target A (yellow) is expressed along the A-P axis or Targets A and B are expressed only in the forebrain or hindbrain respectively. (B) GO Analysis using miR-9 predicted targets in mammals identifies neuronal differentiation, G1/S cell cycle progression and apoptosis among the significant categories. (C) Schematic representation of the psi-CHECK2 luciferase reporter vector used in this study. SV40 and HSV-TK represent promoter regions driving the expression of Renila and Firefly luciferase respectively. (D) HeLa cells were transfected with luciferase reporter carrying the 3'UTR of the predicted miR-9 target together with scrambled precursors (Control) or miR-9 precursors (miR-9). Luciferase expression was normalized and expressed relative to the control levels. Error bars represent s.d.
(E) A subset of the targets in (D) were further validated using control vector (Control), wild-type (miR-9-2 WT) or mutant (miR-9-2 Mut) miR-9-2. Luciferase expression was normalized and expressed relative to the control levels. Error bars represent s.d.
(F) Whole mount in situ hybridization for hairy1, hairy2, NR2E1/TLX, Tis21/Btg2, Sirt1 or TGFβR2 in Stage 30 X. tropicalis embryos.
